Supplementary Table S11. GO annotation and KEGG pathway analysis of targets of DE miRNAs and

DE IncRNAs.

Table S11-1. GO annotation of targets of DE miRNAs.

GO_CFP term level_2

GO_CFP term level _1

cellular process

biological regulation

regulation of biological process
metabolic process

response to stimulus
multicellular organismal process
signaling

localization

cellular component organization or biogenesis
positive regulation of biological process

developmental process

negative regulation of biological process

immune system process
multi-organism process

cell proliferation
locomotion

reproduction

reproductive process
biological adhesion
behavior

growth

rhythmic process

cell killing

pigmentation
biological_process
detoxification

cell

cell part

organelle

membrane

organelle part

membrane part
protein-containing complex
membrane-enclosed lumen
extracellular region
extracellular region part
synapse

cell junction
supramolecular complex
synapse part
cellular_component

other organism

other organism part

binding

catalytic activity

molecular transducer activity
transcription regulator activity
transporter activity
molecular function regulator
structural molecule activity
cargo receptor activity
antioxidant activity
hijacked molecular function
molecular_function
translation regulator activity

biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
molecular_function
molecular_function
molecular_function
molecular_function
molecular_function
molecular_function
molecular_function
molecular_function
molecular_function
molecular_function
molecular_function
molecular_function

362
287
274
260
196
154
148
142
137
135
129
111

289
142




Table S11-2. GO annotation of targets of DE INCRNAs.

GO_CFP term level_2

GO_CFP term level _1

Number

cellular process
biological regulation

regulation of biological process

metabolic process

cellular component organization or biogenesis

response to stimulus

positive regulation of biological process
multicellular organismal process

developmental process
signaling

negative regulation of biological process
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cell proliferation
multi-organism process
reproduction

reproductive process
immune system process
locomotion

rhythmic process
biological adhesion

growth

behavior

cell

cell part

organelle

organelle part

membrane

membrane part
protein-containing complex
membrane-enclosed lumen
extracellular region
extracellular region part
supramolecular complex
synapse

cell junction

synapse part

binding

catalytic activity

molecular function regulator
transporter activity
structural molecule activity

transcription regulator activity

molecular transducer activity
translation regulator activity

biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
biological_process
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
cellular_component
molecular_function
molecular_function
molecular_function
molecular_function
molecular_function
molecular_function
molecular_function
molecular_function
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Table S11-3. KEGG enrichment of targets of DE miRNAs.

KEGG KEGG KEGG Term Total Term  Total
KEGG pathway term candidate . . .
pathway L pathway term  pathway term candidate gene gene Rich ratio Q value
description gene
term ID level_1 level_2 gene number number number
number
Glycan
510 NGlyean Metabolism ~ D0Synthesis 6 170 223 27723 002690583  0.2224869
biosynthesis and
) metabolism
a7a9  Otfectory Organismal o orysystem 21 170 1738 27723  0.012082854  0.2224869
transduction Systems
4142 Lysosome Cellular Transport and 7 170 411 27723 001703163  0.7825975
Processes catabolism
Neuroactive ligand- Environmental Signaling
4080 . g. Information molecules and 11 170 874 27723  0.012585812 0.8242935
receptor interaction . . .
) Processing interaction
10  Clycolysis/ Metabolism ~ CPohvdrate 2 170 189 27723  0.010582011  0.9970287
Gluconeogenesis metabolism
gy Fructoseand mannose ..oy - Carbohydrate 2 170 134 27723 0014925373  0.9970287
metabolism metabolism
g3 Ascorbateand o oligm  Carbohydrate 1 170 55 27723 0.018181818  0.9970287
aldarate metabolism metabolism
71 Fattyacid degradation Metabolism ~ =P'd 1 170 153 27723  0.006535948  0.9970287
metabolism
190 ~ Oxidative Metabolism ~ =16r9Y 1 170 284 27723 0003521127  0.9970287
phosphorylation metabolism
. . . Nucleotide
230 Purine metabolism Metabolism R 2 170 654 27723  0.003058104 0.9970287
metabolism
249 Pyrimidine Metabolism ~\uclectide 1 170 334 27723 0.002994012  0.9970287
metabolism metabolism
ggp  Chveine serineand o iom  AMino acid 1 170 134 27723 0.007462687  0.9970287
threonine metabolism metabolism
Biosynthesis of
g1 Monobactam Metabolism " 1 170 7 27723 0.142857143  0.9970287
biosynthesis secondary
metabolites
Cysteine and Amino acid
270 methionine Metabolism . 1 170 155 27723  0.006451613 0.9970287
. metabolism
metabolism
Valine, leucine and Amino acid
280 isoleucine Metabolism . 1 170 157 27723  0.006369427 0.9970287
. metabolism
degradation ) )
310 Lysine degradation  Metabolism  “\Mino acid 3 170 305 27723 0.009836066  0.9970287
metabolism
a3p  Aginineandproline -\ oljgm  AMino acid 1 170 172 27723 0.005813953  0.9970287
metabolism metabolism
L . . Amino acid
340 Histidine metabolism Metabolism ) 1 170 77 27723  0.012987013 0.9970287
metabolism
350  Tyrosine metabolism Metabolism  “\Min° acid 1 170 94 27723 0.010638298  0.9970287
metabolism
agp  |/yptophan Metabolism ~ ~mino acid 1 170 156 27723  0.006410256  0.9970287
metabolism metabolism
beta-Alanine Metabolism of
410 . Metabolism other amino 1 170 92 27723  0.010869565 0.9970287
metabolism .
acids
Selenocompound Metabolism of
450 K P Metabolism other amino 1 170 70 27723  0.014285714 0.9970287
metabolism .
acids
Glutathione Metabolism of
480 . Metabolism other amino 1 170 141 27723  0.007092199 0.9970287
metabolism .
acids
Glycan
5 Otnerglycan Metabolism ~ 01oSynthesis 1 170 53 27723 0.018867925  0.9970287
degradation and
metabolism
Glycan
1o Mucintype O-glycan oo ofigm  Diosynthesis 1 170 148 27723 0.006756757  0.9970287
biosynthesis and

metabolism
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4971 Gastric acid secretion O/9anismal - Digestive 170 393 27723  0.002544529  0.9970287
Systems system

4972 Pancreatic secretion O oanismal - Digestive 170 404 27723 0.002475248  0.9970287
Systems system
Carbohydrate Organismal Digestive

4973 digestion and g g 170 180 27723  0.005555556  0.9970287
. Systems system

absorption

4974 Proteln_dlgestlon and Organismal Digestive 170 357 27723 0.00280112 0.9970287
absorption Systems system

4976  Bile secretion Organismal  Digestive 170 356 27723 0.002808989  0.9970287
Systems system

4978  Mineral absorption ~ Ordanismal - Digestive 170 128 27723 00078125  0.9970287
Systems system

ag7g ~ Cholesterol Organismal  Digestive 170 161 27723  0.01863354  0.9970287
meta_bollsm Systems system




Table S11-4. KEGG enrichment of target of DE IncRNA:s.

Term

KEGG KEGG KEGG . Total Term Total
KEGG pathway term candidate . . .
pathway L pathway term  pathway term candidate gene gene Rich ratio Q value
description gene
term ID level_1 level_2 gene number number number
number
Longevity regulating .
4213 pathway - multiple  Or9SMAl A ding 5 27 276 27723 0018115942  3.69E-04
. Systems
specles
. . Environmental .
a5y AMPKsignaling e ation o9nal 27 605 27723  0.009917355  5.43E-04
pathway . transduction
Proces_smq )
4710 Circadian rhythm ~ Or9anismal - Environmental 27 196 27723  0.020408163  5.43E-04
Systems adaptation
agoo  Adipocytokine Organismal - Endocrine 5 27 396 27723 0.012626263  5.43E-04
signaling pathway Systems system
ap1p  ongevityregulating  Organismal oo 5 27 459 27723 0.010893246  8.44E-04
pathway Systems
agpp  Clucagonsignaling  Organismal  Endocrine 5 27 500 27723  0.009823183  0.001143039
pathway Systems system
FoxO signalin Environmental Signal
4068 gnating Information > 0% 5 27 530 27723 0.009276438  0.001280198
pathway . transduction
Processing
Cellular Cellular
4530  Tight junction community - 6 27 892 27723  0.006726457  0.001311637
Processes
o _ i eukarvqtes
agpp  Otocinsignaling - Organismal  Endocrine 5 27 768 27723 0.006510417  0.00504834
pathway S\/Stems system
Apelin signalin Environmental Signal
4371 ~pelnsignaiing Information 0% 4 27 597 27723  0.006700168  0.014618308
pathway . transduction
o ) Proces_smq )
a910  'Msulinsignaling Organismal - Endocrine 4 27 634 27723 0.006309148  0.016502413
pathway S\/Stems system
4714  Thermogenesis Organismal - Environmental 27 782 27723 0.00511509  0.03179284
Systems adaptation
Protein processing in  Genetic Folding,
4141 endoplasmic Information sorting and 3 27 631 27723  0.004754358 0.099304741
reticulum Processing degradation
Hedgehog signalin Environmental Signal
4340 genog sIgnaling | tormation 9" 2 27 247 27723 0.008097166  0.099304741
pathway . transduction
Processing
Hippo signalin Environmental Signal
4391 PpO signaling Information 0% 2 27 335 27723  0.005970149  0.162000883
pathway - fly . transduction
Proces_smq ] ]
4972 Pancreatic secretion  Oroenismal - Digestive 2 27 404 27723 0.004950495  0.212178464
Systems system
3320 PARsignaling Organismal - Endocrine 2 27 432 27723 0.00462963  0.224642018
pathway Systems system
Proximal tubule Organismal Excretor
4964  bicarbonate g y 1 27 77 27723  0.012987013  0.233219643
. Systems system
reclamatlop ) ) )
4915 EStrogensignaling - Organismal - Endocrine 2 27 508 27723 0.003937008  0.265907807
pathway Systems system
4217 Necroptosis Cellular Cell growth 2 27 606 27723  0.00330033  0.309802518
Processes and death
a3p0 Dorsoventalaxis - Organismal —p 0o 1 27 128 27723 00078125  0.309802518
formation Systems
472 Neurotrophin Organismal - Nervous 2 27 580 27723 0.003448276  0.309802518
signaling pathway Systems system
4215 Apoptosis-multiple  Cellular Cell growth 1 27 149 27723 0006711409  0.327395742
species Processes and death
Hippo signalin Environmental Signal
4390 PpO signaling Information D 0'& 2 27 647 27723 0.00309119  0.327395742
pathway . transduction
Processing
gop  “Pningolipid Metabolism ~ -P9 1 27 164 27723 0.006097561  0.330351269
metabolism metabolism
s979 ~ Cholesterol Organismal - Digestive 1 27 161 27723 000621118  0.330351269
metabolism Systems system
4218 Cellular senescence o U1ar Cell growth 2 27 727 27723 0002751032  0.3376006
Processes and death
Notch signalin Environmental Signal
4330 gnating Information >0 1 27 214 27723  0.004672897  0.391229264

pathway

Processing

transduction
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